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Abstract: To explore the correlation between SLC35A3-66 G>>T and the disease and milking traits
of Chinese Holstein cows,and to provide the basis for the improvement of breeding. The mutation
G>T at 559™ in coding region of SLC35A3 gene was detected by directly sequencing and flight
mass spectrometry in 866 Chinese Holstein cows from a large dairy farm.The milking traits, clini-
cal mastitis and lameness of tested cows were collected from the management system of dairy
farm.The correlations between SLC35A3-66 G>T and the abortion, disease and milking traits of
Chinese Holstein cows were analyzed using Logistic regression, multivariate analysis of variance
and Cox regression analysis. The results showed that:only SLC35A3-66 G>T mutation was found
in the 559™ position of SLC35A3 gene nucleotide sequence;the SLC35A3-66 G>T was extremely
significantly related to the FC,PC,FPR and TS(P<C0.01) and significantly related to SCS and LC
(P < 0.05). The FC, PC, FPR., TS and LC for the individuals with GT genotypes were
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higher than GG genotypes significantly, and the SCS for the individuals with GT genotypes was
lower than GG genotypes. SLC35A3-66 G>T was not related to abortion, the number of dairy
cows suffered from clinical mastitis and lameness(P>>0.05).The SLC35A3-66 G>T was signifi-
cantly related to culling month of cows(P <C0.05),and the culling month for individual with GT
genotype was higher than that of GG genotype(P <(0.05).SLC35A3-66 G>T was not related to
productive months and culling parity of cows.Cox regression analysis showed that SLC35A3-66 G
>T was significantly related to productive life(P<C0.05) , the culling months for individuals with
GT genotype were significantly higher than that with GG genotype.Conclusion: SLC35A3-66 G>
T had extremely significant correlation with FC,PC,FPR and TS(P <(0.01) and significant corre-
lation with LC,SCS and productive lifetime(P <C0.05).These results provided basis for the molec-
ular marker assisted selection of milking traits and mastitis resistance in Chinese Holstein cows.
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